Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; disorder in main residue; R factor = 0.044; wR factor = 0.123; data-to-parameter ratio = 13.3.
In the title compound, C 18 H 15 N 3 O 2 , the fused ring system is almost planar [the dihedral angle between the six-membered rings is 1.81 (6) ]. The 2-tolyl ring is approximately orthogonal to this plane [dihedral angle = 83.03 (7) ] as is the acetonitrile group [C-O-C-C torsion angle = 79. 24 (14) ] which is also syn to the methyl substituent of the tolyl group. In the crystal, supramolecular layers are formed in the bc plane mediated by C-HÁ Á ÁO, C-HÁ Á ÁN and C-HÁ Á Á interactions. The tolyl group is disordered over two positions in a 0.852 (3):0.148 (3) ratio.
Related literature
For the biological activity of quinazoline-4(3H)-one derivatives, see: El-Azab et al. (2010 , 2011 El-Azab & ElTahir (2012) . For a related structure, see: Abdel-Aziz et al. (2012) Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the N1,N2,C9-C11,C16 and C11-C16 rings, respectively. Symmetry codes: (i) Àx þ 2; Ày þ 1; Àz þ 2; (ii) x; y À 1; z; (iii) Àx þ 1; Ày; Àz þ 1; (iv) x; Ày À 1 2 ; z À 1 2 ; (v) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: CrysAlis PRO (Agilent, 2012); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . 
Tiekink Comment
Quinazoline-4(3H)-one derivatives attract interest owing to their various biological activities (El-Azab et al., 2010; El-Azab & ElTahir, 2012) . It was in this context that the title compound, 2-[3,4-dihydro-2-methyl-3-(2-methylphenyl)-4oxoquinazolin-8-yloxy]acetonitrile (I), one of a series of methaqualone analogues, was originally synthesized and evaluated for its anti-convulsant activity (El-Azab et al., 2011) . Herein, the crystal and molecular structure of (I) is described as part of on-going structural investigations (Abdel-Aziz et al., 2012) .
In (I), Fig. 1 , the dihedral angle between the (N1,N2,C9-C11,C16) and C11-C16 rings is 1.81 (6)°. The 2-tolyl ring is almost orthogonal to this plane, forming a dihedral angle of 83.03 (7)° with the adjacent pyrimidine ring. The acetonitrile group projects almost normal to the benzene ring to which it is connected as seen in the C15-O2-C17-C18 torsion angle of 79.24 (14)° and is syn with respect to the methyl substituent of the tolyl group.
In the crystal packing, supramolecular layers are formed in the bc plane mediated by C-H···O, C-H···N and C-H···π interactions, Table 1 . Layers inter-digitate along the a axis without specific intermolecular interactions between them,
Fig. 2.

Experimental
A mixture of 8-hydroxymethaqualone (532 mg, 2 mmol) and 2-chloroacetonitrile (159 mg, 2.1 mmol) in acetone (15 ml) containing anhydrous potassium carbonate (415 mg, 3 mmol) was heated under reflux for 10 h. The reaction mixture was filtered while hot, the solvent was removed under reduced pressure, and the solid obtained was dried and recrystallized from AcOH. Yield 88%; M.pt: 489-491 K. 1 H NMR (500 MHz, DMSO-d 6 ): δ = 7.81-7.37 (m, 7H), 5.38 (s, 2H), 2.08 (s, 3H), 2.01 (s, 3H) p.p.m.. 13 C NMR (DMSO-d 6 ): δ = 17. 3, 24.1, 55.4, 117.0, 119.0, 120.6, 122.4, 127.0, 127.9, 128.8, 129.8, 131.5, 135.5, 137.2, 139.0, 151.5, 154.4, 160.8 
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 to 0.99 Å, U iso (H) = 1.2-1.5U eq (C)] and were included in the refinement in the riding model approximation.
The tolyl group is disordered over two positions in a 0.852 (3):0.148 (3) ratio. The N-C1 and N-C1′ bond lengths were restrained to within 0.01 Å of each other, and the anisotropic displacement parameters of the primed atoms were restrained to be nearly isotropic and were set to those of the unprimed ones. The 1,2-related C-C distances were restrained to within 0.01 Å and the 1,3-related ones to within 0.02 Å. 
Computing details
Data collection: CrysAlis PRO (Agilent, 2012); cell refinement: CrysAlis PRO (Agilent, 2012); data reduction: CrysAlis PRO (Agilent, 2012); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level.
Figure 2
A view in projection down the c axis of the unit-cell contents for (I). The C-H···O, C-H···N and C-H···π interactions are shown as orange, blue and purple dashed lines, respectively. (7) 0.0046 (7) 0.0022 (6) C6′ 0.0207 (7) 0.0205 (7) 0.0212 (7) −0.0016 (6) 0.0064 (6) −0.0004 (6) C7′ 0.0246 (9) 0.0314 (9) 0.0254 (9) 0.0048 (7) 0.0105 (6) 0.0007 (7) C8 0.0319 (7) 0.0218 (7) 0.0210 (6) −0.0029 (5) 0.0006 (5) 0.0016 (5) C9 0.0201 (6) 0.0200 (6) 0.0200 (6) −0.0005 (5) 0.0039 (5) −0.0022 (5) C10 0.0184 (6) 0.0206 (6) 0.0235 (6) −0.0002 (5) 0.0045 (5) −0.0023 (5) C11 0.0176 (6) 0.0208 (6) 0.0195 (6) −0.0001 (5) 0.0058 (5) −0.0018 (5) C12 0.0229 (6) 0.0214 (6) 0.0254 (7) −0.0038 (5) 0.0077 (5) −0.0014 (5) C13 0.0294 (7) 0.0222 (6) 0.0235 (7) −0.0021 (5) 0.0088 (5) 0.0038 (5) C14 0.0233 (6) 0.0252 (7) 0.0182 (6) −0.0013 (5) 0.0051 (5) 0.0007 (5) Symmetry codes: (i) −x+2, −y+1, −z+2; (ii) x, y−1, z; (iii) −x+1, −y, −z+1; (iv) x, −y−1/2, z−1/2; (v) −x+1, −y+1, −z+1.
2-{[2-Methyl-3-(2-methylphenyl)-4-oxo-3,4-dihydroquinazolin-8-yl]oxy}acetonitrile
